AUG. 27. 2003 3:13PM 



MARSHALL GERSTEIN & BORUN 



MO. 163 



P. 3/55 




- 1 - 

SEQUENCE LISTING 

<110> YAMAMOTO, Hiroshi 

TSUJIKAWA , Kazutake 
UCHINO, Yukiko 

<120> ANTIBODIES SPECIFIC FOR INTRACELLULAR DOMAIN OF PROTEIN 
TYROSINE PHOSPHATASE 

<130> 19036/37023 



<X40> 
<141> 

<150> 
<151> 



PCT/JP98/03120 
1998-07-10 



<160> 10 

<170> Patentin Ver . 2.0 



<210> 
<211> 
<212> 
<213> 



1 

3467 
DNA 

Homo sapiens 



<220> 
<221> 
<222> 



CDS 

(6) . . (1826) 



<220> 

<221> misc_feature 
<222> (213).. (953) 

<223=» Tyrosine Phosphatase Domain 1 



<220> 

c221> misc_feature 

<222> (1080) . . (1826) 

<223> Tyrosine Phosphatase Domain 2 

^223> Description of Unknown Organism: Signature Motif 
Conserved in Phosphatase Domain of Known PTPs. 



<300> 

<30B> DDBJ/EMBL/GenBank Accession No. 
<309> 1995-09-19 



y00815 



qatcc gga ctg aag gac tec ttg ctg gcc cac tec tct gac cct gtg gag 50 
Gly Leu Lys Asp Ser Leu Leu Ala His Ser Ser Asp Pro Val Glu 
15 10 15 



atg egg agg etc aac tae eag ace eea ggt atg cga gac cac cca ccc 98 
Met Arg Arg Leu Asn Tyr Gin Thr Pro Gly Met Arg Asp His Pro Pro 
20 25 30 



ate ccc ate acc gac ctg gcg gac aac ate gag cgc etc aaa gee aac 
He Pro He Thr Asp Leu Ala Asp Asn He Glu Arg Leu Lys Ala Aen 
35 40 45 



146 
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qat ggc etc aag ttc tec cag gag tat gag tec ate gac cct gga cag 

III Gly ^^"^ I? 

cag ttc acg tgg gag aat tea aac etg gag gtg aac aag ccc aag aac 

Gin Phe Th? T?P Glu Asn Ser Asn Leu Glu Val Asn Lys Pro Lys Asn 

65 70 75 

cae tat gcg aat gtc ate gee tac gac eac tet cga gtc ate ctt ace 

1% M.a Asn val He Ala Tyr Asp His Ser Arg Val lie Leu Thr 



tet ate gat ggc gte ccc ggg agt gac tac ate aat gcc aac tac ate 
ser lie lip Gly Val Pro Gly Ser Asp Tyr He Asn Ala Asn Tyr lie 
100 105 110 

qat qgc tac cgc aag cag aat gcc tac ate gee acg cag ggc ccc etg 
lip %ly Tyr Alg Lys Gin Asn Ala Tyr He Ala Thr Gin Gly Pro Leu 
115 120 125 



194 



242 



290 



338 



386 



434 



ccc gag acc atg ggc gat ttc tgg aga atg gtg tgg gaa cag cgc acg 
Pro ilu Thr Met Gly Asp Phe Trp Arg Met Val Trp Glu Gin Arg Thr 
130 135 140 

qec act gtg gtc atg atg aca egg etg gag gag aag tee egg gta aaa 
111 Thr Val Val Me? Met Thr Arg Leu Glu Glu Lys Ser Arg Val Lys 
145 150 155 

tgt gat cag tac tgg eca gcc cgt ggc acc gag acc tgt ggc ctt att 
C^s ASP Gin Tyr Trp Pro Ala Arg Gly Thr Glu Thr Cys Gly Leu lie 
160 165 ^■'^ 

cag gtg ace etg ttg gac aca gtg gag etg gee aea tac act gtg cgc 578 
Gin val Thr Leu Leu Asp Thr Val Glu Leu Ala Thr Tyr Thr Val Arg 



180 185 190 

acc ttc gca etc cac aag agt ggc tec agt gag aag cgt gag etg cgt 

Thr Phe Ala Leu His Lys Ser Gly Ser Ser Glu Lys Arg Glu Leu Arg 

195 200 205 



caa ttt cat? ttc atg gcc tgg eca gac cat gga gtt cct gag tac cca 
Gin Phe Gin Phe Mel Ala Trp Pro Asp His Gly Val Pro Glu Tyr Pro 
210 215 220 

act ccc ate etg gcc ttc eta cga egg gte aag gcc tgc aac ccc eta 
Thr Pro He Leu Ala Phe Leu Arg Arg Val Lys Ala CYs Asn Pro Leu 
225 230 235 

qac gea ggg eec atg gtg gtg eac tgc age gcg gge gtg ggc cgc acc 
Isp Ala Gly Pro Me? Val Val His Cys Ser Ala Gly Val Gly Arg Thr 
240 245 ■ 250 255 

gge tgc ttc ate gtg att gat gee atg ttg gag egg atg aag cae gag 
Glv CVS Phe lie Val He Asp Ala Met Leu Glu Arg Met Lys His Glu 
' !3cq 270 



240 ' 245 ■ 250 255 

gtg att 
Val lie 

260 265 270 

aag acg gtg gac ate tat ggc cac gtg acc tgc atg cga tea cag agg 
Lvs Thr val Asp lie Tyr Gly His Val Thr Cys Met Arg Ser Gin Arg 
^ 275 280 285 

aac tac atg gtg cag acg gag gac cag tac gtg ttc ate cat gag gcg 
Asn Tyr Met Val Gin Thr Glu Asp Gin Tyr Val Phe He His Glu Ala 
290 295 300 
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ctq ctg gag get gcc acg tgc ggc cac aca gag gtg cct gcc cgc aac 
beS Leu Glu Ala Ala Thr Cys Gly His Thr Glu Val Pro Ala Arg Asn 
305 310 315 

ctq tat acc cac atc cag aag ctg ggc caa gtg cct cca ggg gag agt 
Leu Tyr Ala His lie Gin Lys Leu Gly Gin Val Pro Pro Gly Glu Ser 
320 325 330 335 

gtg acc gcc atg gag etc gag ttc aag ttg ctg gcc age tec aag gcc 
Val Thr Ala Met Glu Leu Glu Phe Lys Leu Leu Ala Ser Ser Lys Ala 
340 345 350 

cac acg tec cgc ttc atc age gcc aac ctg ecc tgc aac aag ttc aag 
His Thr Ser Arg Phe lie Ser Ala Asn Leu Pro Cys Asn Lys Phe Lys 
355 360 365 

aac egg ctg gtg aac ate atg ecc tac gaa ttg acc cgt gtg tgt ctg 
Asn Arg Leu Val Asn lie Met Pro Tyr Glu Leu Thr Arg Val Cys Leu 
370 375 380 

cag cec atc cgt ggt gtg gag ggc tct gac tac atc aat gcc age ttc 
Gin Pro lie Arg Gly Val Glu Gly Ser Asp Tyr lie Asn Ala Ser Phe 
■ 385 390 395 

ctq gat ggt tat aga cag cag aag gcc tac ata get aca cag ggg cct 
Leu Asp Gly Tyr Arg Gin Gin Lys Ala Tyr lie Ala Thr Gin Gly Pro 
400 405 410 415 

Ctg gca gag age acc gag gac ttc tgg cgc atg eta tgg gag cac aat 
Leu Ala Glu Ser Thr Glu Asp Phe Trp Arg Met Leu Trp Glu His Asn 
420 425 430 

tec acc atc atc gtc atg ctg acc aag ctt egg gag atg ggc agg gag 
Ser Thr He He Val Met Leu Thr Lys Leu Arg Glu Met Gly Arg Glu 
435 440 445 

aaa tgc cac cag tac tgg cca gca gag cgc tct get cgc tac cag tac 
Lys Cys His Gin Tyr Trp Pro Ala Glu Arg Ser Ala Arg Tyr Gin Tyr 
450 455 460 

ttt gtt gtt gac ecg atg get gag tac aac atg cec cag tat atc ctg 
Phe Val Val Asp Pro Met Ala Glu Tyr Asn Met Pro Gin Tyr He Leu 
465 470 475 

cgt gag ttc aag gtc acg gat gcc egg gat ggg cag tea agg aca atc 
Arg Glu Phe Lys Val Thr Asp Ala Arg Asp Gly Gin Ser Arg Thr He 
480 485 490 495 

egg cag ttc cag ttc aca gac tgg cca gag cag ggc gtg ecc aag aca 
Arg Gin Phe Gin Phe Thr Asp Trp Pro Glu Gin Gly Val Pro Lys Thr 
500 505 510 

ggc gag gga ttc att gac ttc atc ggg cag gtg cat aag acc aag gag 
Gly Glu Gly Phe He Asp Phe He Gly Gin Val His Lys Thr Lys Glu 
515 520 525 

cag ttt gga cag gat ggg cct atc acg gtg cac tgc agt get ggc gtg 
Gin Phe Gly Gin Asp Gly Pro He Thr Val His Cys Ser Ala Gly Val 
530 535 540 

ggc cgc acc ggg gtg ttc atc act ctg age atc gtc ctg gag cgc atg 
Gly Arg Thr Gly Val Phe He Thr Leu Ser He Val Leu Glu Arg Met 
545 550 555 



962 



1010 



1058 



1106 



1154 



1202 



1250 



1298 



1346 



1394 



1442 



1490 



153B 



1586 



1634 



1682 
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1730 



1778 



1826 



r^n 1-At aaa qqc qtq qtc gac acg ttt cag acc gtg aag acc ctg cgt 
Sg ?S llu ily vll Val ASP Met Phe Gin Thr Val Lys Thr Leu Arg 
560 565 5 

caa cat cct gcc atg gtg cag aca gag gac cag tat cag ctg tgc 
ell S pro Ma Me? Val Gin Thr Glu Asp Gin Tyr Gin Cys 
580 585 

rac cat acq gcc ctg gag tac etc ggc age ttt gac cac tat gca acg 
^ fit fit Leu Glu Tyr Leu Gly Ser Phe Asp His Tyr Ala Thr 
595 ■ 

taactaccgc tcccctctcc tccgccaccc ccgccgtggg gctccggagg ggacccagct 1886 
cctctgagco ataccgacca tcgtccagcc ctectacgca gatgctgtca ctggcagagc 1946 
acagcccacg gggateacag cgtttcagga acgttgccac accaatcaga gagcctagaa 2006 
catccctggg caagtggatg gcocagcagg caggcactgt ggcccttctg tccaccagac 2066 
ccacctggag cccgcttcaa gctctctgtt gcgctcccgc atttctcatg ettcttctca 2126 
tggggtgggg ttggggcaaa gcctcctttt taatacatta agtggggtag actgagggat 2186 
tttagcctct tccctctgat ttttcctttc gcgaatccgt atctgcagaa tgggccactg 2246 
taggggttgg ggtttatttt gttttgtttt tttttttttt ttgtatgact tctgctgaag 2306 
gacagaacat tgccttcctc gtgcagagct ggggctgcca gcctgagcgg aggctcggcc 2356 
gtgggccggg aggcagtgct gatccggctg ctcctccagc ccttcagacg agatcctgtt 2426 
tcagctaaat gcagggaaac tcaatgtttt tttaagtttt gttttccctt taaagccttt 2486 
ttttaggcca cattgacagt ggtgggcggg gagaagatag ggaacactca tccctggtcg 2546 
tctatcccag tgtgtgttta acattcacag cccagaacca cagatgtgtc tgggagagcc 2606 
tggcaaggca ttcctcatca ccatcgtgtt tgcaaaggtt aaaacaaaaa caaaaaacca 2666 
caaaaataaa aaacaaaaaa aacaaaaaac coaaaaaaaa aaaaaaaaag agtcagccct 2726 
tggcttctgc ttcaaaccct caagagggga agcaactccg tgtgcctggg gttcccgagg 2786 
gagctgctgg ctgacctggg cccacagagc ctggotttgg tccccagcat tgcagtatgg 2846 
tgtggtgttt gtaggctgtg gggtctggct gtgtggccaa ggtgaatagc acaggttagg 2906 
gtgtgtgcca caccccatgc acctcagggc caagoggggg cgtggctggc ctttcaggtc 2966 
caggccagtg ggcctggtag cacatgtctg tcctcagagc aggggccaga tgattttcct 3026 
ccctggtttg cagctgtttt caaagccccc gataatcgct cttttccact ccaagatgcc 3086 
ctcataaacc aatgtggcaa gactactgga cttctatcaa tggtactcta atcagtcctt 3X46 
attatcccag cttgctgagg ggcagggaga gcgcctcttc ctctgggcag cgctatctag 3206 
ataggtaagt gggggcgggg aagggtgcat agctgtttta gctgagggac gtggtgccga 3266 
cgtCCCCaaa cctagctasg ctaagtcaag atcaacattc cagggttggt aatgttggat 3326 
gatgaaacat tcatttttac cttgtggatg ctagtgctgt agagttcact gttgcacaca 3386 
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gtctgttttc tatttgttaa gaaaaactac agcatcattg cataattctt gatggtaata 3446- 

3467 

aatttgaata atcagatttc t 



<210> 2 
<211> 11 
<212> PRT 

<213> Artificial sequence 

<223> Description of Unknown Organism: Signature Motif 
Conserved in Phosphatase Domain of Known PTPs. 

<220> 

<221> SITE 
<222> (1) 

<223> Xaa = He or Val 
<220> 

<221> SITE 
<222> (10) 

<223> Xaa= Ser or Thr 
<220> 

<221> SITE 
<222> (4) 

<223> Xaa= Un]cnown 
<220> 

<221> SITE 
<222> (7) . . (8) 
<223> Xaa= Unknown 

<:400> 2 

Xaa His Cys Xaa Ala Gly Xaa Xaa Arg Xaa Gly 
1 5 10 



<210> 3 

<211> 7702 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (371) . . (6061) 
<220> 

<221> sig_peptide 
<222> (371) . . (418) 

<220> 

<221> mat_peptide 
<222> (419) . . (6061) 

<220> 

<221> misc_feature 

<222> (419) . . (4120) 

<223> Extracellular Domain 

<220> 
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<221> Ttiisc_feature 

<222> (4121) . . (4192) 

<223> Transtnembreine Domain 

<220> 

<221> misc_feat:ure 
<222> (4193) . . (6061) 
<223> Cytoplasmic Domain 

<30e> DDBJ/EMBL/GenBank Accession No. Y00815 
<309> 1995-09-19 

cgggagcggc gggagcggtg gcggcggcag aggcggcggc tccagcttcg gctccggctc 60 

gggctcgggc tccggctccg gctccggctc cggctccagc tcgggtggcg gtggcgggag 120 

cgggaccagg tggaggcggc ggcggcagag gagtgggagc agcggcccta gcggcttgcg 18O 

gggggacatg cggaccgacg gcccctggat aggcggaagg agtggaggcc ctggtgcccg 240 

gcccttggtg ctgagtatcc agcaagagtg accggggtga agaagcaaag actcggttga 300 

ttgtcctggg ctgtggctgg ctgtggagct agagccctgg atggcccctg agccagcccc 360 

agggaggacg atg gtg ccc ctt gtg cct gca ctg gtg atg ctt ggt ttg 4 09 

-15 -10 -5 

Qtq Qca ggc gcc cat ggt gac age aaa cct gtc ttc att aaa gtc cct 457 
Val Ala Gly Ala His Gly Asp Ser Lys Pro Val Phe He Lys Val Pro 



-1 



1 5 10 



qaq gac cag act ggg ctg tea gga ggg gta gcc tec ttc gtg tgc caa 505 

Glu Asp Gin Thr" Gly Leu Ser Gly Gly Val Ala Ser Phe Val Cys Gin 
15 20 25 

get aca gga gaa ccc aag ccg cgc ate aca tgg atg aag aag ggg aag 553 

Ala Thr Gly Glu Pro Lys Pro Arg He Thr Trp Met Lys Lys Gly Lys 
30 35 40 45 



aaa gtc age tec cag cgc ttc gag gtc att gag ttt gat gat ggg gca 
Lvs val Ser Ser Gin Arg Phe Glu Val He Glu Phe Asp Asp Gly Ala 
^ 50 55 60 



601 



ggg tea gtg ctt egg ate cag oca ttg egg gtg cag cga gat gaa gcc 649 
Gly Ser Val Leu Arg He Gin Pro Leu Arg Val Gin Arg Asp Glu Ala 
.65 70 75 

ate tat gag tgt aca get act aac age ctg ggt gag ate aac act agt 697 
He Tyr Glu Cys Thr Ala Thr Asn Ser Leu Gly Glu He Asn Thr Ser 
80 85 90 

gcc aag etc tea gtg etc gaa gag gaa cag ctg ccc cct ggg ttc cct 745 
Ala Lys Leu Ser Val Leu Glu Glu Glu Gin Leu Pro Pro Gly Phe Pro 
95 100 105 

tec ate gac atg ggg cct cag ctg aag gtg gtg gag aag gca cgc aca 793 
Ser He Asp Met Gly Pro Gin Leu Lys Val Val Glu Lys Ala Arg Thr 
110 115 120 125 

gcc acc atg eta tgt gcc gca ggc gga aat cca gac cct gag att tct 841 
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Ala Thr Met Leu Cys Ala Ala Gly Gly Asn Pro Asp Pro Glu lie Ser 
130 135 



taa ttc aag gac ttc ctt cct gta gac cct gcc acg age aac ggc cgc 
S Phe Lys ASP Phe Leu Pro Val Asp Pro Ala Thr Ser Asn Gly Arg 

145 150 1=5 

ate aag cag ctg cgt tea ggt gcc ttg cag ata gag age agt gag gaa 
lie lyl Gin Leu A^g Ser Gly Ala Leu Gin He Glu Ser Ser Glu Glu 
160 165 170 

tec gac caa ggc aag tac gag tgt gtg gcg aec aac teg gca ggc aca 
ser Ibp Gin Gly Lys Tyr Glu Cys Val Ala Thr Asn Ser Ala Gly Thr 
175 leo 1Q5 

cgt tac tea gee cet gcg aac ctg tat gtg cga gtg cgc cge gtg get 
A?q Tyr ser Ala Pro Ala Asn Leu Tyr Val Arg Val Arg Arg Val Ala 
190 195 200 205 

cct cgt ttc tee ate cct ccc age age cag gag gtg atg cca ggc ggc 
Pro Arg Phe Ser He Pro Pro Ser Ser Gin Glu Val Met Pro Gly Gly 



210 



889 



937 



985 



1033 



1081 



1129 



1177 



1225 



age gtg aac ctg aca tgc gtg gca gtg ggt gca ccc atg ccc tac gtg 
sir Val Asn Leu Thr Cys Val Ala Val Gly Ala Pro Met Pro Tyr Val 
225 230 235 

aaa tqq atg atg ggg gcc gag gag etc ace aag gag gat gag atg eca 
Lvl T« Me? Met Ely Kla GlS Glu Leu Thr Lys Glu Asp Glu Met Pro 
240 245 250 

qtt ggc ege aac gtc ctg gag etc age aat gtc gta cgc tct gcc aac 
val Gly Arg Asn Val Leu Glu Leu Ser Asn Val Val Arg Ser Ala Asn 
255 260 265 

tac ace tgt gtg gee ate tec teg ctg ggc atg ate gag gcc aca gee 1273 
Tvr Thr C?s val Ala He Ser Ser Leu Gly Met He Glu Ala Thr Ala 
270 275 280 285 

cag gtc aca gtg aaa get ctt cca aag cct ccg att gat ctt gtg gtg 1321 
Gin Val Thr Val Lys Ala Leu Pro Lys Pro Pro He Asp Leu Val Val 
290 295 300 

aca gag aca act gcc aec agt gtc ace etc aec tgg gac tct ggg aac 1369 
Thr Glu Thr Thr Ala Thr Ser Val Thr Leu Thr Trp Asp Ser Gly Asn 
305 310 315 

tea gag cet gta aec tac tat ggc ate cag tac cgc gca gcg ggc acg 1417 
ser Glu Pro Val Thr Tyr Tyr Gly He Gin Tyr Arg Ala Ala Gly Thr 
. 320 325 330 

gag ggc ccc ttt cag gag gtg gat ggt gtg gcc ace aec cgc tac age 1465 
Glu Gly Pro Phe Gin Glu Val Asp Gly Val Ala Thr Thr Arg Tyr Ser 
335 340 345 

att ggc ggc etc age cct ttc teg gaa tat gcc ttc cgc gtg ctg gcg 1513 
He Glv Gly Leu ser Pro Phe Ser Glu Tyr Ala Phe Arg Val Leu Ala 
^ 355 ^ 360 365 



350 
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ata aac aqc ate ggg cga ggg ccg ccc age gag gca gtg egg gca cgc 1561 
?af Asn llr III lly Arg 01? Pro Pro Ser Glu Ala Val Arg Ala Arg 
370 375 380 

acg gga gaa cag gcg ccc 'tec age cca ccg cgc cgc gtg cag gca cgc 1609 
Th? §ly Glu Gin All pro Ser Ser Pro Pro Arg Arg Val Gin Ala Arg 
385 390 395 

atq ctq age gcc age ace atg ctg gtg cag tgg gag cct ccc gag gag 
Me? Leu sir Ila sir Thr Met Leu val Gin Trp Glu Pro Pro Glu Glu 
400 405 410 

ccc aac ggc ctg gtg egg gga tac cgc gtc tac tat act ccg gac tec 
III Asn Gly Leu Val A?! Gly Tyr Arg Val Tyr Tyr Thr Pro Asp Ser 
415 420 425 

cgc cgc cec ccg aac gcc tgg cac aag cac aac ace gac gcg ggg etc 1753 
Arg A^g Pro Pro Asn Ala Trp His Lys His Asn Thr Asp Ala Gly L^u 

430 435 440 445 

etc acg acc gtg ggc age ctg ctg ect ggc ate acc tac age ctg cgc IBOl 
Leu Thr val lly Ser Leu Leu Pro Gly He Thr Tyr Ser Leu Arg 
450 455 460 

gtg ctt gcc ttc acc gcc gtg ggc gat ggc cet ccc age ccc acc ate 1849 
val Leu lla. Phe Thr Ala Val Gly Asp Gly Pro Pro Ser Pro Thr He 
465 470 475 

cag gtc aag acg cag cag gga gtg ect gcc cag ccc gcg gac ttc cag 1897 
Sin val LyI Thr Gin Gin Gly Val Pro Ala Gin Pro Ala Asp Phe Gin 
480 485 490 

acc aag gtg gag teg gac acc agg ate cag etc teg tgg ctg ctg coc 1945 
Ala Glu Val Glu Ser Asp Thr Arg He Gin Leu Ser Trp Leu Leu Pro 
495 500 505 

cct cag gag egg ate ate atg tat gaa ctg gtg tac tgg gcg gca gag. 1993 

Pro Gin llu Aig He He Met Tyr Glu Leu Val Tyr Trp Ala Ala Glu 
510 515 520 

gac gaa gac caa cag eae aag gtc ace ttc gac eea acc tec tec tac 2041 

ASP Glu Asp Gin Gin His Lys Val Thr Phe Asp Pro Thr Ser Ser Tyr 
^ 530 535 540 

aca eta gag gac ctg aag ect gac aca etc tac cgc ttc cag ctg got 2089 
Thr Leu Glu Asp Leu Lys Pro Asp Thr Leu Tyr Arg Phe Gin Leu Ala 
545 550 555 

gca cgc teg gat atg ggg gtg ggc gtc ttc acc ecc acc att gag gcc 
Ala A?g ser Xsp Met Gly Val Gly Val Phe Thr Pro Thr He Glu Ala 
560 565 570 

cgc aca gcc cag tec ace ecc tec gee cct ccc cag aag gtg atg tgt 
Arq Thr Ala Gin Ser Thr Pro Ser Ala Pro Pro Gin Lye Val Met Cys 
575 580 585 

gtg age atg ggc tec acc acg gtc egg gta agt tgg gtc ccg ccg cct 2233 
val Ser Met Gly Ser Thr Thr Val Arg Val Ser Trp Val Pro Pro Pro 
590 595 600 605 

qcc gac age cgc aac ggc gtt ate acc cag tac tec gtg gcc cac gag 2281 
Ala Asp ser Arg Asn Gly Val He Thr Gin Tyr Ser Val Ala His Glu 
610 615 620 



2137 



2185 
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qcg gtg gac ggc gag gac cgc ggg egg cat gtg gtg gat ggc ate age 2329 
III val ASP liy Glu ASP A?g Gly Arg His Val Val Asp Gly He Ser 
625 630 635 

cgt gag cac tec age tgg gac ctg gtg ggc ctg gag aag tgg acg gag 2377 
Arq Glu His Ser Ser Trp Asp Leu Val Gly Leu Glu Lys Trp Thr Glu 
640 645 650 

tac egg gtg tgg gtg egg gca cac aca gac gtg ggc ccc ggc ccc gag 2425 
T^r Ar| Val Tr^ Val Arg Ala His Thr Asp Val Gly Pro Gly Pro Glu 
655 660 665 

age age ceg gtg ctg gtg cgc ace gat gag gac gtg ccc age ggg cot 2473 
Ser Ser Pro Val Leu Val Arg Thr Asp Glu Asp Val Pro Ser Gly Pro 
670 675 680 685 

ceg egg aag gtg gag gtg gag cca ctg aac tec act get gtg cat gtc 2521 
Pro Arg Lys Val Glu Val Glu Pro Leu Asn Ser Thr Ala Val Hxs Val 
690 695 700 

tac tgg aag ctg cet gtc ccc age aag cag cat ggc cag ate cgc ggc 2569 
Tvr Trp Lvs Leu Pro Val Pro Ser Lys Gin His Gly Gin lie Arg Gly 
^ 705 710 715 

tac cag gtc acc tac gtg egg ctg gag aat ggc gag ccc cgt gga etc 2617 
Tyr Gin Val Thr Tyr Val Arg Leu Glu Asn Gly Glu Pro Arg Gly Leu 
720 725 730 

ccc ate ate caa gac gtc atg eta gee gag gee cag tgg egg cea gag 2665 
Pro He He Gin Asp Val Met Leu Ala Glu Ala Gin Trp Arg Pro Glu 
735 740 745 

gag tec gag gac tat gaa acc act ate age ggc ctg acc ceg gag acc 2713 
Glu Ser Glu Asp Tyr Glu Thr Thr He Ser Gly Leu Thr Pro Glu Thr 
750 755 760 765 

acc tac tec gtt act gtt get gee tat ace acc aag ggg gat ggt gee 2761 
Thr Tyr Ser Val Thr Val Ala Ala Tyr Thr Thr Lys Gly Asp Gly Ala 
770 775 780 

ege age aag ccc aaa att gtc act aca aca ggt gca gtc cca ggc egg 
Arg Ser Lys Pro Lys He Val Thr Thr Thr Gly Ala Val Pro Gly Arg 
785 790 795 



2809 



ccc acc atg atg ate age acc acg gee atg aac act gcg ctg etc cag 

Pro Thr Met Met He Ser Thr Thr Ala Met Asn Thr Ala Leu Leu Gin 

800 805 810 

tgg cac cca ccc aag gaa ctg ect ggc gag ctg ctg ggc tac egg ctg 

Trp His Pro Pro Lys Glu Leu Pro Gly Glu Leu Leu Gly Tyr Arg Leu 
815 S20 825 

cag tac tgc egg gcc gac gag gcg egg ccc aac acc ata gat ttc ggc 

Gin Tyr Cys Arg Ala Asp Glu Ala Arg Pro Asn Thr He Asp Phe Gly 

830 B35 840 845 

aag gat gac cag cac ttc aca gtc ace ggc ctg cac aag ggg acc ace 

Lys Asp Asp Gin His Phe Thr Val Thr Gly Leu His Lys Gly Thr Thr 

850 855 860 

tac ate ttc egg ctt get gcc aag aac egg get ggc ttg ggt gag gag 

Tyr He Phe Arg Leu Ala Ala Lys Asn Arg Ala Gly Leu Gly Glu Glu 

865 870 875 



2857 



2905 



2953 



3001 



3049 
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a? S2 til SI p~ IS 1% IS - - 

880 

s 5S r,! ?s X ?s SI ?s as ir. 



895 



900 



S L^P I?? Ke re If. ^ 



910 "5 920 



acc gtg gtg ttc cga gac ate aac age caa cag gag ctg cag aac ate 
Thr Val val Phe A?g Asp He Asn Ser Gin Gin Glu Leu Gin Aen He 
930 

oar acc eac ttt acc ctt act ggc etc aag cca gac acc act 
Th? t" Ibp 7^ A?g p£e Thr Leu Thr Gly Leu Lys Pro Asp Thr Thr 

945 950 VOD 

5S SI 31 !5t SI - sS 5: i?v 1| 1!J - - 

960 

=r,n rr-c aac atc cag tcc egg acc atg ccg gtg gag caa gtg ttt gcc 

sir pro ser He Gin Ser A^g Thr Met Pro Val Glu Gin Val Phe Ala 
975 980 985 

aJ2 aac ttc egg gtg gcg get gca atg aag acg tot gtg ctg etc age 
til Asn Phe va? Ill La Ala Met Lys^Thr Ser Val Leu Leu^Ser 
990 995 

tea aaa att ccc gac tcc tat aag tea get gtg ccc ttt aag att ctg 
g III ^11 pro Lp ser Tyr Lys Ser Ala Val Pro Phe Lys lie Leu 



3097 



3145 



3193 



3241 



3289 



3337 



3385 



3433 



3481 



1010 



IS L'S If? J S ?a IS ?S Jp if? Hu I?. S! J l?s S2 

IS m ni 111 §?s i?2 Hi '.s j2 si 

1040 1045 1050 

s i?5 ffi aS if? i!^ «i ss s Sf is? r.i -^i 

1055 1060 1065 



acc ccc qac etc ctg cct eac aag ccg ctg cct gcc tct gcc tac ata 
Ila Pr^ III I^eu Le^ Pro His Lys Pro Leu Pro Ala Ser Ala Tyr lie 
.1070 1075 1080 

aaa aac qgc cgc ttc gat etc tcc atg ccc cat gtg caa gac ccc teg 
ll^ Cp lly A?g Phe Asp Leu Ser Met Pro His Val Gin Asp Pro Ser 

1090 1095 ■ 

Ctt gtc agg tgg ttc tac att gtt gtg gta ccc apt gac cgt gtg ggc 
Leu val A?! T?; Phe Tyr He Val Val Val Pro He Asp Arg Val Gly 
1105 1110 1115 

^aci aac ato ctq acQ cca agg egg age aca ccc gag gaa ctg gag ctg 
if? ITr Me? Su Pro Arg Jrp Ser Thr Pro Glu^Glu Leu Glu Leu 



3529 



3577 



3625 



3673 



3721 



3769 



3817 



1120 
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qac gag ctt eta gaa gcc ate gag caa gge gga gag gag cag egg egg 
III llu Leu Leu Glu Ala lie Glu Gin Gly Gly Glu Glu Gin Arg Arg 
1135 1140 1145 

raa caa cqq cag gca gaa cgt ctg aag cca tat gtg get get caa ctg 
^g A?g Arg Gin Ala llu A^g Leu Lys Pro Tyr Val Ala Ala Gin Leu 
lllo 1155 1160 1165 

qat qtg etc ceg gag acc ttt acc ttg ggg gac aag aag aac tac egg 
ASP val Leu Pro Glu Thr Phe Thr Leu Gly Asp Lys Lys Asn Tyr Arg 
^ 1170 1175 1180 

aac ttc tac aac egg ccc ctg tct ceg gac ttg age tac cag tgc ttt 
Gly Phe Tyr Asn Arg Pro Leu Ser Pro Asp Leu Ser Tyr Gin Cys Phe 
1185 1190 1195 

qtq ctt gee tec ttg aag gaa ccc atg gac cag aag cge tat gcc tec 
val Leu Ala Ser Leu Lys Glu Pro Met Asp Gin Lys Arg Tyr Ala Ser 
1200 1205 1210 

aqc ccc tac teg gat gag ate gtg gtc cag gtg aca cca gcc cag cag 
ser Pro Tyr Ser Asp Glu lie Val Val Gin Val Thr Pro Ala Gin Gin 
1215 1220 1225 

cag gag gag ceg gag atg ctg tgg gtg acg ggt ccc gtg ctg gca gtc 
Gin Glu Glu Pro Glu Met Leu Trp Val Thr Gly Pro Val Leu Ala Val 
3.230 1235 1240 1245 

ate etc ate ate etc att gtc ate gee ate etc ttg ttc aaa agg aaa 
He Leu He He Leu He Val He Ala He Leu Leu Phe Lys Arg Lys 
1250 1255 1260 

aqq acc eac tct ceg tec tct aag gat gag cag ceg ate gga ctg aag 
A?a Thr His Ser Pro Ser Ser Lys Asp Glu Gin Ser He Gly Leu Lys 
1265 1270 1275 

aac tec ttg ctg gcc cae tec tct gac cet gtg gag atg egg agg etc 
Asp Ser Leu Leu Ala His Ser Ser Asp Pro Val Glu Met Arg Arg Leu 
^ 1280 1285 1290 

aac tac cag acc cca ggt atg cga gac cac cca ccc ate ccc ate acc 
Asn Tyr Gin Thr Pro Gly Met Arg Asp His Pro Pro He Pro He Thr 
1295 1300 1305 

qac ctg gcg gac aac ate gag cge etc aaa gcc aac gat ggc etc aag 
ASP Leu Ala Asp Asn He Glu Arg Leu Lys Ala Asn Asp Gly Leu Lys 
I3I0 1315 1320 1325 

ttc tec cag gag tat gag tec ate gac cet gga cag cag ttc acg tgg 
Phe Ser Gin Glu Tyr Glu Ser He Asp Pro Gly Gin Gin Phe Thr Trp 
1330 1335 1340 

gag aat tea aac ctg gag gtg aac aag ccc aag aac cge tat gcg aat 
Glu Asn ser Asn Leu Glu Val Asn Lys Pro Lys Asn Arg Tyr Ala Asn 
1345 1350 1355 

qtc ate gcc tac gac cac tct cga gtc ate ctt acc tct ate gat ggc 
Val He Ala Tyr Asp His Ser Arg Val He Leu Thr Ser He Asp Gly 
1360 1365 1370 

gtc CCC ggg agt gac tac ate aat gcc aac tac ate gac ggc tac cge 
Val Pro Gly Ser Asp Tyr He Asn Ala Asn Tyr He Asp Gly Tyr Arg 
1375 1380 1385 



3B65 



3913 



3961 



4009 



4057 



4105 



4153 



4201 



4249 



4297 



4345 



4393 



4441 



4489 



4537 



4585 
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4633 



4681 



Received from < > at 8/27/03 5:32:59 PM [Eastern Daylight Time) 



aaq cag aat gcc t:ac ate gcc acg cag ggc ccc ctg ccc gag acc atg 
Lys lln Asn lla Tyr He Ala Thr Gin Gly Pro Leu Pro Glu Thr Met 
1390 1395 1400 1405 

ggc gat ttc tgg aga atg gtg tgg gaa cag cgc acg gcc act gtg gtc 
5ly Asp Phe Trp Arg Met Val Trp Glu Gin Arg Thr Ala Thr Val Val 
^ 1410 1415 1420 

atg atg aca egg ctg gag gag aag tec egg gta aaa tgt gat cag tac 4729 
Me? Met Thr Arg Leu Glu Glu Lys Ser Arg Val Lys Cys Asp Gin Tyr 
1425 1430 1435 

tgg cca gcc cgt ggc ace gag acc tgt ggc ctt att cag gtg acc ctg 4777 
T?p pro Ala Arg Gly Thr Glu Thr Cys Gly Leu He Gin Val Thr Leu 
1440 1445 1450 

ttg gac aca gtg gag ctg gcc aca tac act gtg cgc acc ttc gca etc 4825 
Leu Asp Thr val Glu Leu Ala Thr lyr Thr Val Arg Thr Phe Ala Leu 
1455 1460 1465 

cac aag agt ggc tec agt gag aag egt gag ctg cgt cag ttt cag ttc 4873 
His Lys ser Gly Ser Ser Glu Lys Arg Glu Leu Arg Gin Phe Gin Phe 
1470 1475 1480 1485 

atq gcc tgg cca gac cat gga gtt cet gag tac cca act ccc ate ctg 4921 
Met Ala Trp Pro Asp His Gly Val Pro Glu Tyr Pro Thr Pro He Leu 
1490 1495 1500 

gcc ttc eta cga egg gtc aag gcc tgc aac ccc eta gac gca ggg ccc 4969 
Ala Phe Leu Arg Arg Val Lys Ala Cys Asn Pro Leu Asp Ala Gly Pro 
1505 1510 1515 

atg gtg gtg cac tge age gcg ggc gtg ggc cgc acc ggc tgc ttc ate 5017 
Met Val Val His Cys Ser Ala Gly Val Gly Arg Thr Gly Cys Phe He 
1520 1525 1530 

gtg att gat gee atg ttg gag egg atg aag cac gag aag acg gtg gae 5065 
Val He Asp Ala Met Leu Glu Arg Met Lys His Glu Lys Thr Val Asp 
1535 1540 1545 

ate tat ggc cac gtg ace tgc atg cga tea cag agg aac tac atg gtg 5113 
He Tyr Gly His Val Thr Cys Met Arg Ser Gin Arg Asn Tyr Met Val 
1550 1555 1560 1565 

eag acg gag gac cag tac gtg ttc ate eat gag gcg ctg ctg gag get 5161 
Gin Thr Glu Asp Gin Tyr Val Phe He His Glu Ala Leu Leu Glu Ala 
1570 1575 1580 

gcc acg tgc ggc cac aca gag gtg ect gcc cgc aac ctg tat gcc cac 5209 
Ala Thr Cys Gly His Thr Glu Val Pro Ala Arg Asn Leu Tyr Ala His 
1585 1590 1595 

ate cag aag ctg ggc caa gtg cet cca ggg gag agt gtg acc gcc atg 5257 
He Gin Lys Leu Gly Gin Val Pro Pro Gly Glu Ser Val Thr Ala Met 
1600 1605 1610 

gag etc gag ttc aag ttg ctg gcc age tec aag gcc cac acg t:cc cgc 5305 
Glu Leu Glu Phe Lys Leu Leu Ala Ser Ser Lys Ala His Thr Ser Arg 
1615 1620 1625 

ttc ate age gcc aac ctg ccc cgc aac aag etc aag aac egg ctg gtg 5353 
Phe He Ser Ala Asn Leu Pro Cys Asn Lys Phe Lys Asn Arg Leu Val 
1630 1635 1640 1645 
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544& 



5497 



5545 



5593 
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aAr atc ato ccc tac gaa ttg acc cgt gtg tgt ctg cag ccc ate cgt 
Asn ne Me? Pro Tyr llu Leu Thr Arg Val Cys Leu Gin Pro lie Arg 
1650 1655 1660 

QQt qtg gag ggc tct gac tac ate aat gcc age ttc ctg gat ggt tat 
Gly val Glu 5ly 5er Asp Tyr He Asn Ala Ser Phe Leu Asp Gly Tyr 
^ 1665 1670 1675 

aga cag cag aag gcc tac ata get aca cag ggg cct ctg gca gag age 
Gin Gin Lys Ala Tyr He Ala Thr Gin Gly Pro Leu Ala Glu Ser 
1680 1685 1690 

acc gag gac ttc tgg cgc atg eta tgg gag cac aat tec acc ate ate 
Thr Glu Asp Phe Trp Arg Met Leu Trp Glu His Asn Ser Thr He He 
1695 1700 1705 

qtc atg ctg acc aag ctt egg gag atg ggc agg gag aaa tgc cac cag 
val Met Leu Thr Lys Leu Arg Glu Met Gly Arg Glu Lys Cys His Gin 
1710 1715 1720 1725 

tac tgg cca gca gag egc tct get cgc tac cag tac ttt gtt gtt gac 5641 
^ Trp Pro lla Glu Arg Ser Ala Arg Tyr Gin Tyr Phe Val Val Asp 
^ 1730 1735 1740 

ccg atg get gag tac aac atg ccc cag tat ate ctg cgt gag ttc aag 5689 
Pro Met Ala Glu Tyr Asn Met Pro Gin Tyr He Leu Arg Glu Phe Lys 
1745 1750 1755 

gtc acg gat gcc egg gat ggg cag tea agg aca ate egg cag ttc cag 5737 
Val Thr Asp Ala Arg Asp Gly Gin Ser Arg Thr He Arg Gin Phe Gin 
1760 1765 1770 

ttc aca gac tgg cca gag cag ggc gtg ccc aag aca ggc gag gga ttc 5785 
Phe Thr Asp Trp Pro Glu Gin Gly Val Pro Lys Thr Gly Glu Gly Phe . 
1775 1780 17B5 

att gac ttc ate ggg cag gtg eat aag acc aag gag cag ttt gga cag 5833 
He Asp Phe He Gly Gin Val His Lys Thr Lys Glu Gin Phe Gly Gin 
1790 1795 1800 1805 

qat qqq cct atc acg gtg cac tgc agt get ggc gtg ggc cgc acc ggg 5881 
ASP Gly Pro He Thr Val His Cys Ser Ala Gly Val Gly Arg Thr Gly 
^ 1810 1815 1820 

gtq ttc ate act ctg age atc gtc ctg gag cgc atg cgc tat gag ggc 5929 
Val Phe He Thr Leu Ser He Val Leu Glu Arg Met Arg Tyr Glu Gly 
1825 1830 1835 

gtg gtc gac atg ttt cag acc gtg aag acc ctg cgt aca cag cgt cct 5977 
Val Val Asp Met Phe Gin Thr Val Lys Thr Leu Arg Thr Gin Arg Pro 
1840 1845 1850 

gcc atg gtg cag aca gag gac cag tat cag ctg tgc tac cgt gcg gcc 6025 
Ala Met Val Gin Thr Glu Asp Gin Tyr Gin Leu Cys Tyr Arg Ala Ala 
1855 I860 1865 

ctg gag tac etc ggc age ttt gac cac tat gca acg taactaeegc 6071 
Leu Glu Tyr Leu Gly Ser Phe Asp His Tyr Ala Thr 
1870 1875 1880 

tcccctctcc cccgccaccc ccgccgtggg gctccggagg ggacccagct cctctgagcc 6131 
ataccgacca tcgtecagcc ctcctaegca gatgetgtea ctggcagage acageccacg 6191 
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gggatcacag cgtttcagga acgttgccac accaatbaga gagcctagaa catccctggg 6251 
caagtggatg gcccagcagg caggcactgt ggcccttctg tccaccagac ccacctggag 6311 
cccgcttcaa gctctctgtt gcgctcccgc atttctcatg cttcttctca tggggtgggg 6371 
ttggggcaaa gcctcctttt taatacatta agtggggtag actgagggat tttagcctct 6431 
tccctctgat ttttcctttc gcgaatccgt atctgcagaa tgggccactg taggggttgg 6491 
ggtttatttt gttttgtttt tttttttttt ttgtatgact tctgctgaag gacagaacat 6551 
tgccttcctc gtgcagagct ggggctgcca gcctgagcgg aggctcggcc gtgggccggg 6611 
aggcagtgct gatccggctg ctcctccagc ccttcagacg agatcctgtt tcagctaaat 6671 
gcagggaaac tcaatgtttt tttaagtttt gttttccctt taaagccttt ttttaggcca 6731 
cattgacagt ggtgggcggg gagaagatag ggaacactca tccctggtcg tctatcccag 6791 
tgtgtgttta acattcacag cccagaacca cagatgtgtc tgggagagcc tggcaaggca 6851 
ttcctcatca ccatcgtgtt tgcaaaggtt aaaacaaaaa caaaaaacca caaaaataaa 6911 
aaacaaaaaa aacaaaaaac ccaaaaaaaa aaaaaaaaag agtcagccct tggcttctgc 6971 
ttcaaaccct caagagggga agcaactccg tgtgcctggg gttcccgagg gagctgctgg 7031 
ctgacctggg cccacagagc ctggctttgg tccccagcat tgcagtatgg tgtggtgttt 7091 
gtaggctgtg gggtctggct gtgtggccaa ggtgaatagc acaggttagg gtgtgtgcca 7151 
caccccatgc acctcagggc caagcggggg cgtggctggc ctttcaggtc caggccagtg 7211 
ggcctggtag cacatgtctg tcctcagagc aggggccaga tgattttcct ccctggtttg 7271. 
cagctgtttt caaagccccc gataatcgct cttttccact ccaagatgcc ctcataaacc 7331 
aatgtggcaa gactactgga cttctatcaa tggtactcta atcagtcctt attatcccag 7391 
cttgctgagg ggcagggaga gcgcctcttc ctctgggcag cgctatctag ataggtaagt 7451 
gggggcgggg aagggtgcat agctgtttta gctgagggac gtggtgccga cgtccccaaa 7511 
cctagctagg ctaagtcaag atcaacattc cagggttggt aatgttggat gatgaaacat 7571 
tcatttttac cttgtggatg ctagtgctgt agagttcact gttgtacaca gtctgttttc 7631 
tatttgttaa gaaaaactac agcatcattg cataattctt gatggtaata aatttgaata 7691 
atcagatttc t 1102 

<210> 4 
<2ll> 12 
<212> PRT 
<213> Unknown 

<220> 

<223> Description of Unknown Organism: Identical 

Sequence in Phosphatase Domain 1 of LAR and CD45 

<400> 4 
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Val Val His Cys Ser Ala Gly Val Gly Arg Thr Gly 
1 5 10 



<210> 5 
<211> 6 
<212> PRT 

<213> Artificial sequence 

<220> . ^ ^ • ^ 

<223> Description of Unknown Organism: Consensus Amxno 
Acid Sequence in Cytoplasmic Domain of Known PTPs. 

<220> 

<221> SITE 
<222> (3) 

<223> Xaa= Arg, Glu or Leu 
<220> 

<221> SITE 
<222> (5) 

<223> Xaa«^ Val, lie or Cys 
<400> 5 

Phe Trp Xaa Met Xaa Trp 
1 5 



<210> 6 
<211> 7 
<212> PRT 

<213p Artificial sequence 
<220> 

<223> Description of Unknown Organism: Consensus Ammo • 
Acid Sequence in Cytoplasmic Domain of Known PTPs. 



<220> 




<221> 


SITE 


<222> 


(3) 


<223> 


XaaE= 


<220> 




<22X> 


SITE 


<222> 


(4) 


<223> 


Xaac 


<400> 


6 



Lys Cys Xaa Xaa Tyr Trp Pro 



<210> 7 
<211> 6 
<2I2> PRT 

<213> Artificial sequence 



<220> 

<223> Description of Unknown Organism: Consensus Amino 
Acid Sequence in Cytoplasmic Domain of Known PTPs. 



<220> 

c221> SITE 
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<222> (4) 

<223> Xaao His or Phe 
<400> 7 

Trp Pro Asp Xaa Gly Val 
1 5 



<210> 8 
<211> 14 
<212> PRT 

<213> Artificial sequence 
<220> 



<223> Description" of Unknown Organism: Consensus Amino 

Acid Sequence in Cytoplasmic Domain of Known PTPs. 

<220> 

<221> SITE 

<222> (2) 

<223> Xaa= Unkown 

<220> 

c221> SITE 
c222> (3) 

c223> Xaa= He or Val 
c220> 

<221> SITE 
<:222> (4) 

<223> Xaa= He or Val 
<220> 

<221> SITE 
<222> (7) 

<223> Xaa= Unkown 
<220> 

<221> SITE 
<222> (10) 
<223> Xaa=. Unknown 

<220> 

<221> SITE 
<222> (13) 

<223> Xaa«= Thr or Ser 

<400> 8 , ^ 

Pro Xaa Xaa Xaa His Cys Xaa Ala Gly Xaa Gly Arg Xaa Gly 
1 5 10 

<210> 9 

<211> 538 

<212> PRT 

<213> Homo sapiens 

Ser^Asn^Leu Glu Val Asn Lys Pro Lys Asn Arg Tyr Ala Asn Val He 
,5 10 15 
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Ala Tyr Asp His Ser Arg Val He Leu Thr Ser He Asp Gly Val Pro 
20 25 30 

Gly Ser Asp Tyr He Asn Ala Asn Tyr He Asp Gly Tyr Arg Lys Gin 
35 40 45 

Asn Ala Tyr He Ala Thr Gin Gly Pro Leu Pro Glu Thr Met Gly Asp 
50 55 60 

Phe Trp Arg Met Val Trp Glu Gin Arg Thr Ala Thr Val Val Met Met 
65 70 75 80 

Thr Arq Leu Glu Glu Lys Ser Arg Val Lys Cys Asp Gin Tyr Trp Pro 
85 90 95 

Ala Arg Gly Thr Glu Thr Cys Gly Leu He Gin Val Thr Leu Leu Asp 
100 105 HO 

Thr Val Glu Leu Ala Thr Tyr Thr Val Arg Thr Phe Ala Leu His Lys 
115 120 125 

Ser Gly Ser Ser Glu Lys Arg Glu Leu Arg Gin Phe Gin Phe Met Ala 
130 135 140 

Trp Pro Asp His Gly Val Pro Glu Tyr Pro Thr Pro He Leu Ala Phe 
145 150 . 155 160 

Leu Arg Arg Val Lys Ala Cys Asn Pro Leu Asp Ala Gly Pro Met Val 
165 170 175 

Val His Cys Ser Ala Gly Val Gly Arg Thr Gly Cys Phe He Val He 
180 185 190 

Asp Ala Met Leu Glu Arg Met Lys His Glu Lys Thr Val Asp He Tyr 
195 200 205 

Gly His Val Thr Cys Met Arg Ser Gin Arg. Asn Tyr Met Val Gin Thr 
210 215 220 

Glu Asp Gin Tyr Val Phe He His Glu Ala Leu Leu Glu Ala Ala Thr 
225 230 235 240 

Cys Gly His Thr Glu Val Pro Ala Arg Asn Leu Tyr Ala His He Gin 
245 250 255 

Lys Leu Gly Gin Val Pro Pro Gly Glu Ser Val Thr Ala Met Glu Leu 

260 265 270 
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Glu Phe Lys Leu Leu Ala Ser Ser Lys Ala' His Thr Ser Arg Phe He 
275 280 285 

Ala Asn Leu Pro Cys Asn Lys Phe Lys Asn Arg Leu val Asn He 



Ser 

290 



295 300 



Met 
305 



Pro Tyr Glu Leu Thr Arg Val Cys Leu Gin Pro He Arg Gly val 



310 



Glu Gly ser Asp Tyr He Asn Ala Ser Phe Leu Asp Gly Tyr Arg Gin 
325 330 

Gin Lys Ala Tyr He Ala Thr Gin Gly Pro Leu Ala Glu Ser Thr Glu 
340 ^45 350 

Asp Phe Trp Arg Met Leu Trp Glu His Asn Ser Thr He He Val Met 
355 .360 365 

Leu Thr Lys Leu Arg Glu Met Gly Arg Glu Lys Cys His Gin Tyr Trp 
370 375 380 

Pro Ala Glu Arg Ser Ala Arg Tyr Gin Tyr Phe Val Val Asp Pro Met 



385 



390 395 400 



Ala Glu Tyr Asn Met Pro Gin Tyr He Leu Arg Glu Phe Lys Val Thr 
405 410 415 

Asp Ala Arg Asp Qly Gin Ser Arg Thr He Arg Gin Phe Gin Phe Thr 
420 425 430 

ASD Trp Pro Glu Gin Gly Val Pro Lys Thr Gly Glu Gly Phe He Asp 
435 440 445 

Phe He Gly Gin Val His Lys Thr Lys Glu Gin Phe Gly Gin Asp Gly 
450 455 460 

Pro He Thr Val His Cys Ser Ala Gly Val Gly Arg Thr Gly Val Phe 
465 470 475 480 

He Thr Leu Ser He Val Leu Glu Arg Met Arg Tyr Glu Gly Val Val 
485 490 495 

ASP Met Phe Gin Thr Val Lys Thr Leu Arg Thr Gin Arg Pro Ala Met 
500- 505 510 

Val Gin Thr Glu Asp Gin Tyr Gin Leu Cys Tyr Arg Ala Ala Leu Glu 
515 520 525 
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Tyr Leu Gly Ser Phe Asp His Tyr Ala Thr 
530 535 



<210> 10 

<211> 635 

<212> PRT 

<213> Homo sapiens 

<400> 10 

Ala Arg Lys Pro Phe Asn Gin Asn Lys Asn Arg Tyr Val Asp He .Leu 
1 5 10 

Pro Tyr Asp Tyr Asn Arg Val Glu Leu Ser Glu He Asn Gly Asp Ala 
20 25 30 

Gly Ser Asn Tyr He Asn Ala Ser Tyr He Asp Gly Phe Lys Glu Pro 
35 40 45 

Arg Lys tyr He Ala Ala Gin Gly Pro Arg Asp Glu Thr Val Asp Asp 
50 55 ^0 

Phe Trp Arg Met He Trp Glu Gin Lys Ala Thr Val He Val Met Val 
65 70 75 80 

Thr Arg Cys Glu Glu Gly Asn Arg Asn Lys Cys Ala Glu Tyr Trp Pro 
85 90 . 95 

Ser Met Glu Glu Gly Thr Arg Ala Phe Gly Asp Val Val Val Lys He 
100 105 110 

Asn Gin His Lys Arg Cys Pro Asp Tyr He He Gin Lys Leu Asn He 
115 120 125 

Val Asn Lys Lys Glu Lys Ala Thr Gly Arg Glu Val Thr His He Gin 
130 135 140 

Phe Thr Ser Trp Pro Asp His Gly Val Pro Glu Asp Pro His Leu Leu 
145 150 155 160 

Leu Lys Leu Arg Arg Arg Val Asn Ala Phe Ser Asn Phe Phe Ser Gly. 

165 170 175 

Pro He Val Val His Cys Ser Ala Gly Val Gly Arg Thr Gly Thr Tyr 
180 185 190 

He Gly He Asp Ala Met Leu Glu Gly Leu Glu Ala Glu Asn Lys Val 
195 200 205 
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Asp Val Tyr Gly Tyr Val Val Lys L,eu Arg Arg Gin Arg Cys Leu Met 
210 215 220 

Val Gin Val Glu Ala Gin Tyr lie Leu lie His Gin Ala Leu Val Glu 
225 230 235 240 

Tvr Asn Gin Phe Gly Glu Thr Glu Val Asn Leu Ser Glu Leu His Pro 
245 . 250 255 

Tvr Leu His Asn Met Lys Lys Arg Asp Pro Pro Ser Glu Pro Ser Pro 
260 265 270 

Leu Glu Ala Glu Phe Gin Arg Leu Pro Ser Tyr Arg Ser Trp Arg Thr 
275 280 285 

Gin His He Gly Asn Gin Glu Glu Asn Lys Ser Lys Asn Arg Asn Ser 
290 295 300 

Asn Val He Pro Tyr Asp Tyr Asn Arg Val Pro Leu Lys His Glu Leu 
305 310 315 320 

Glu Met Ser Lys Glu Ser Glu His Asp Ser Asp Glu . Ser Ser Asp Asp 
325 330 335 

ASP Ser Asp Ser Glu Glu Pro Ser Lys Tyr He Asn Ala Ser Phe He 
340 345 350 

Met Ser Tyr Trp Lys Pro Glu Val Met He Ala Ala Gin Gly Pro Leu 
355 360 365 

Lys Glu Thr He Gly Asp Phe Trp Gin Met He Phe Gin Arg Lys Val 
370 375 380 

Lys Val He Val Met Leu Thr Glu Leu Lys His Gly Asp Gin Glu He 
385 390 395 400 

Cys Ala Gin Tyr Trp Gly Glu Gly Lys Gin Thr Tyr Gly Asp He Glu 
405 410 415 

Val Asp Leu Lys Asp Thr Asp Lys Ser Ser Thr Tyr Thr Leu Arg val 
420 425 430 

Phe Glu Leu Arg His Ser Lys Arg Lys Asp Ser Arg Thr Val Tyr Gin 
435 440 445 

Tyr Gin Tyr Thr Asn Trp Ser Val Glu Gin Leu Pro Ala Glu Pro Lys 
450 455 460 
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Glu Leu lie Ser Met lie Gin Val Val Lys Gin Lys Leu Pro Gin Lys 
• 470 475 480 



465 



Asn Ser Ser Glu Gly Asn Lys His His Lys Ser Thr Pro Leu Leu lie 
485 490 ■ 495 

His Cys Arg Asp Gly Ser Gin Gin Thr Gly lie Phe Cys Ala Leu Leu 
500 505 510 

Asn Leu Leu Glu Ser Ala Glu Thr Glu Glu Val Val Asp He Phe Gin 
515 520 525 

Val Val Lys Ala Leu Arg Lys Ala Arg Pro Gly Met Val Ser Thr Phe 
530 535 540 

Glu Gin Tyr Gin Phe Leu Tyr Asp Val He Ala Ser Thr Tyr Pro Ala 
545 550 555 560 

Gin Asn Gly Gin Val Lys Lys Asn Asn His Gin Glu Asp Lys He Glu 
565 570 575 

Phe Asp Asn Glu Val Asp Lys Val Lys Gin Asp Ala Asn Cys Val Asn 
580 5B5 590 

Pro Leu Gly Ala Pro Glu Lys Leu Pro Glu Ala Lys Glu Gin Ala Glu 
595 600 605 

Gly Ser Glu Pro Thr Ser Gly Thr Glu Gly Pro Glu His Ser Val Asn 
610 615 620 



Gly Pro Ala Ser Pro Ala Leu Asn Gin Gly Ser 
625 630 635 
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VIA HAND DELIVERY 



STATEMENT UNDER 37 C.F.R. §§1.825fa> and (b) 

Commissioner for Patents 
P.O. Box 1450 

Alexandria, Virginia 22313-1450 
Sir: 

I hereby state that the content of the paper and computer readable copies of the 
substitute Sequence Listing, submitted herewith in accordance with 37 C.F.R. §§1.821 and 
1.825. are the same and include no new matter. Sequences 1-8 find support in the sequence 
listing as originally filed; sequences 9 and 10 find support in Figure 9. 
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